
LOCUS       pGFPuv_cterm_signal     3338 bp    DNA     circular SYN 26-OCT-2009
DEFINITION  Cloning vector pGFPuv, complete sequence.
ACCESSION   U62636
VERSION     U62636.1  GI:1490528
SOURCE      Cloning vector pGFPuv.
  ORGANISM  Cloning vector pGFPuv
FEATURES             Location/Qualifiers
     gene            1538..2398
                     /gene="bla"
                     /vntifkey="60"
     CDS             1538..2398
                     /gene="bla"
                     /function="confers resistance to ampicillin"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase"
                     /protein_id="AAB06049.1"
                     /db_xref="GI:1490530"
                     /vntifkey="4"
                     /label=bla
     misc_feature    2546..3189
                     /vntifkey="21"
                     /label=pUC\ori
     misc_feature    95..178
                     /vntifkey="21"
                     /label=Plac
     misc_feature    179..199
                     /vntifkey="21"
                     /label=lac\operator
     CDS             289..1071
                     /vntifkey="4"
                     /label=GFPuv_cterm_signal_peptide
BASE COUNT      878 a       788 c       836 g       836 t 
ORIGIN
        1 agcgcccaat acgcaaaccg cctctccccg cgcgttggcc gattcattaa tgcagctggc 
       61 acgacaggtt tcccgactgg aaagcgggca gtgagcgcaa cgcaattaat gtgagttagc 
      121 tcactcatta ggcaccccag gctttacact ttatgcttcc ggctcgtatg ttgtgtggaa 
      181 ttgtgagcgg ataacaattt cacacaggaa acagctatga ccatgattac gccaagcttg 
      241 catgcctgca ggtcgactct agaggatccc cgggtaccgg tagaaaaaat gagtaaagga 
      301 gaagaacttt tcactggagt tgtcccaatt cttgttgaat tagatggtga tgttaatggg 
      361 cacaaatttt ctgtcagtgg agagggtgaa ggtgatgcaa catacggaaa acttaccctt 
      421 aaatttattt gcactactgg aaaactacct gttccatggc caacacttgt cactactttc 
      481 tcttatggtg ttcaatgctt ttcccgttat ccggatcata tgaaacggca tgactttttc 
      541 aagagtgcca tgcccgaagg ttatgtacag gaacgcacta tatctttcaa agatgacggg 
      601 aactacaaga cgcgtgctga agtcaagttt gaaggtgata cccttgttaa tcgtatcgag 
      661 ttaaaaggta ttgattttaa agaagatgga aacattctcg gacacaaact cgagtacaac 
      721 tataactcac acaatgtata catcacggca gacaaacaaa agaatggaat caaagctaac 
      781 ttcaaaattc gccacaacat tgaagatgga tccgttcaac tagcagacca ttatcaacaa 
      841 aatactccaa ttggcgatgg ccctgtcctt ttaccagaca accattacct gtcgacacaa 
      901 tctgcccttt cgaaagatcc caacgaaaag cgtgaccaca tggtccttct tgagtttgta 


